The first draft genome sequence of the pearl millet blast pathogen Magnaporthe grisea PMg_Dl from India is presented. The genome information of M. grisea will be useful to understand the Magnaporthe speciation, genetic diversity, environmental adaptation, and pathogenic and host range determinants.
and PacBio reads of the PMg_Dl sample were assembled into scaffolds by SPAdes (9) genome assembler version 3.12.0, and scaffolding was carried out by SSAKE-based scaffolding of preassembled contigs after extension (SSPACE) version 3.0 (10).
In total, the assembly of 341 scaffolds resulted in a genome size of 47.90 Mb with an N 50 value of 765,468 bp. The GϩC content of the genome is 47.3%. A total of 10,451 genes in PMg_Dl were predicted using Magnaporthe grisea as a gene prediction model (11) . BLASTX with an E value of 1eϪ5 resulted in the annotation of 9,649 coding DNA sequences (CDSs) that had significant BLAST hits. The majority of hits were found to be against Magnaporthe oryzae 70-15. Gene ontology (GO) annotations of the genes were carried out using Blast2GO to classify the function of the predicted genes (12) . A total of 3,151 genes were annotated into 24 functional categories based on the KEGG pathway database via KEGG Automatic Annotation Server (KAAS) (13) . Genes involved in pathogenicity, virulence, and effectors were annotated using pathogen-host interaction database (PHI-base) version 4.5 (14) . A total of 849 CDSs involved in pathogenicity, virulence, and effector genes were annotated (12, 14) . The data presented here will be useful for further studies on the genetic and functional characterization of Magnaporthe grisea, which infects pearl millet and other cereals.
Data availability. The raw data were submitted to the SRA under accession numbers SRR8573217, SRR8573216, and SRR8776454. The SRA BioProject accession number is PRJNA494483. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number RHLM00000000. The version described in this paper is the first version, RHLM01000000.
